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1.  Introduction 

 

 



2.  Review of methods used in the study of chromatin 

2.1  The ‘C’ methods 
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2.2  Super-resolution optical microscopy 
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2.2.1  Stimulated emission depletion microscopy (STED) 



2.2.2  Single molecule localisation microscopy (SMLM) 





2.2.3  Structured illumination microscopy (SIM) 
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 2.3  Super-resolution studies of chromatin 
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3. Application of SIM to the study of metaphase chromosomes 

4.1  Methods 





4.2  Experimental section 

4.2.1  Sample preparation 
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4.2.2  Imaging 
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4.3  Results 
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4.  Conclusions and outlook 
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